Abstract 25
Lactobacillus cypricasei KCTC 13900 is important in the generation of particular flavours and in 26 other ripening processes associated with specific cheeses. Here we announce the draft genome 27 sequence of Lactobacillus cypricasei KCTC 13900, isolated from cheeses and describe major 28 findings from its annotation. The strain Lactobacillus cypricasei KCTC 13900, known to be present in cheese (9) from 56 the Korean Collection for Type Cultures, was isolated from cheese and grown under standard 57 conditions. Genomic DNA was extracted from the cultured bacteria using the alkaline lysis 58 method (3). We then sequenced the genome of Lactobacillus cypricasei KCTC 13900 since 59 genome sequencing of this organism had not been completed or initiated when our project was 60 proposed according to the Genomes OnLine Database (GOLD) (11). 61
In this report, we present the draft genome sequence of strain Lactobacillus cypricasei 62 regulator. There were 28 subsystems represented in the genome, and we used this information 82 to reconstruct the metabolic network. There are many amino acid derivatives and carbohydrate 83 subsystem features, including genes involved in glycolysis and gluconeogenesis, acetogenesis 84 from pyruvate, glycine and serine utilization, folate and pterines, and methionine biosynthesis. 85
Genes not yet conclusively identified in the inventory include those encoding the capacity of 86 carbohydrate and amino acid derivative subsystems. These features may well be identified 87 upon closure of the genome. 88
Nucleotide sequence accession numbers.
89
The draft genome sequence of Lactobacillus cypricasei KCTC 13900 is available in 90
GenBank under the accession number BACS01000001-BACS01000487. 91
